SUMMARY An infant with an interstitial deletion 46,XY,del(9)(pter--.q22: :q32--.qter) is described. Clinical features included abnormal craniofacies with hypotelorism, narrow palpebral fissures, sclerocornea, deep vertical groove, and supraorbital ridge hypoplasia. There was unilateral preaxial polydactyly and toe syndactyly. Generalised hirsutism was noted. The infant had surgery for duodenal atresia but died at the age of 3 months. Unilateral renal dysplasia and accessory spleens were found at necropsy.
Deletions involving the long arm of chromosome 9 are rare. We are aware of only five such published cases. One was a deletion of the heterochromatic region in a mentally subnormal patient.' In another, the deletion was associated with fragments without precise identification of the deleted segment in a severely malformed male infant. 2 Multiple abnormalities of the extremities were noted. The right hand had pedunculated preaxial polydactyly with only a small fragment of bone seen radiographically (fig 2a) . The feet showed total 2/3 syndactyly on the right and complete 1/2 and 4/5 syndactyly on the left (fig 2b) .
Skeletal radiographs showed multiple bony dysmorphic findings. The clavicles were angulated inferiorly and the ribs were unusually contoured and fluted (fig 3a) . The thorax was asymmetrical. There were no vertebral abnormalities noted. Skull films showed marked widening of the synchondrosis between the exoccipital and supraoccipital bones (fig 3b) (fig 4) . The proband's karyotype was therefore designated 46,XY,del(9) (pter->q22: :q32->qter).
Both parents were subsequently studied and found to have normal karyotypes. The deleted chromosome 9 in the proband was also identified as being of maternal origin since its enlarged heterochromatin (C band region) corresponded to that in one of the mother's chromosomes 9. This suggests that the breakage, giving rise to a deletion, took place during oogenesis.
Deletion mapping of the genes for ABO, adenylase kinase 1, and galactose-1-phosphate uridyl transferase was performed, but assays failed to localise any of these loci to the deleted segment.
Discussion
The present case is believed to be the second report of a chromosome long arm deletion consisting of only the euchromatic region. 
